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Table 2: Abiotic stress responsive cis-acting elements found in 5-UTR region of HvbZIP members
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TGTAAAG 1 -300CORE
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Inhibition

TR
Alignment
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miRNA accession  Target sequence  Region

E

miRNA 20
ACAGCACGAGCAGCAGCAGC1
Target 188
CGUCGUCGUCGUCGUCGUCG 207
miRNA 20
ACAGCACGAGCAGCAGCAGC1
Target 188
CGUCGUCGUCGUCGUCGUCG 207
miRNA 20
ACAGCACGAGCAGCAGCAGC1
Target 188
CGUCGUCGUCGUCGUCGUCG 207
miRNA 21
GCAGGGUAUUAUAUUCUUACA 1
Target 67
CGUCCCAUAAUACAAGGACGU
87

Cleavage

Cleavage

Cleavage

Translation

14.015 3

14.015 3

14.015 3

17.138 3

hvu-miR6214 HvbZIP4.1

hvu-miR6214 HvbZIP4.2 5-UTR

hvu-miR6214 HvbZIP4.3

hvu-miR1120 HvbzZIP44 3-UTR
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(i Sy = a8 das 0=V 0) Ban Jlgs Slybl 4,6
E: Maximum expectation: range: 0-5, less is better; UPE: Target accessibility - allowed maximum energy to unpair the
target site: range: 0-100, less is better
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